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Contributions to books

Zhang Q 1991. Population and population improvement of maize. In: Maize Breeding. Li JL (ed),
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Zhang Q 1995. Molecular biology studies of the Hubei photoperiod sensitive genic male sterile
rice. In: Mechanisms of Fertility Alteration of Hubei Photoperiod Sensitive Male Sterile Rice and
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Zhang Q (1999) Population genetics and evolution of barley. In: Breeding and Bioengineering of
Barley. Zzhu MY, Huang PZ (eds), Shanghai Science and Technology Publisher, pp. 86-114.

Zhang Q (1999) Application of molecular markers in barley genetics and breeding. In: Breeding
and Bioengineering of Barley. Zhu MY, Huang PZ (eds), Shanghai Science and Technology
Publisher, pp. 263-297.

Yu S, Zhang Q (1999) Applications of genome mapping in rice genetics and breeding. In:
Engineering of the Rice Genome, Shanghai Science and Technology Press. Hong G (ed),
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Zhang Q, Yu S (1999) Molecular marker-based gene tagging and its impact on rice improvement.
In: Rice Breeding and Genetics -Research Priorities and Challenges, J.S. Nanda (ed.), Science
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Full Papers in Proceedings and Symposia
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Zhang Q (1989) Ribosomal RNA gene in barley: spacer length polymorphism and copy number
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Zhang Q, Duan G, Yang G (1990) Ribosomal DNA spacer length polymorphism in barley from China.
A Symposium on Theories and Applications of Plant Genetics, Nanjing, Genetics Society of China,
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Plenary session speech, Seventh Meeting of the Rockefeller Foundation's International Program on
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Zhang Q (1995) Molecular diversity of rice germplasm and correlation between marker divergence
and heterosis. Invited speech, 2nd Asian Crop Science Conference, August 21-23, 1995, Fukui,
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Zhang Q (1995) Predicting heterosis in rice using molecular markers. Invited speech, FPU Symposium
on Bioscience I1, August 24, Fukui, Japan.

Zhang Q, Saghai Maroof MA, Yang GP, Liu KD, Zhou ZQ, Gravois KA, Xu CG, Gao YJ (1995)
Relationship between molecular marker polymorphism and hybrid performance in rice. Plenary
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Philippines.
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(invited but unable to attend), Fifth International symposium on rice molecular biology. October 14-15,
1996, Taipei, Taiwan.

Zhang Q, Huang N (1996) Mapping and molecular marker-based genetic analysis of fertility related
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International Symposium on rice molecular biology, October 31-November 2, 1998, Shanghai and
Hangzhou.

Zhang Q (1999) Progresses in map-based cloning of pmsl, S5 and Xa22 genes. Invited workshop
speech, Plant & Animal Genome IV. The International Conference on the Status of Plant & Animal
Genome Research, January 17-21, 1999, San Diego.

Hua JP, Xing YZ, Xu CG, Sun XL, Zhang Q (1999) Mapping heterosis using an immortalized F
population. Plenary session speech, General Meeting of the Rockefeller Foundation’s International
Program on Rice Biotechnology, September 21-25, 1999, Phuket, Thailand.

Zhang Q (1999) Meeting the challenges of food production: the opportunities of agricultural
biotechnology in China. Invited speech, Ensuring Food Security, Protecting the Environment, and
Reducing Poverty in Developing Countries: Can Biotechnology Help? —An International Conference on
Biotechnology, October 21-22, 1999, The World Bank, Washington DC.

Zhang Q (2000) Improvement of hybrid rice by molecular breeding. China-ASEN Workshop on
Transgenic Plants. July 30-August 5, 2000, Beijing.

Zhang Q (2000) Biotechnology for crop improvement — The Chinese rice program. Keynote speech,
US/China Conference on Cooperation in Agriculture, September 25-26, 2000, Riverside, California.
Zhang Q, Hua J, Yu S, Xiong L, Xu C (2000) Genetic and molecular basis of heterosis in rice. Plenary
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International Conference on the Status of Plant & Animal Genome Research, January 13-17, 2001, San
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Zhang Q, Li Z (2002) Advances in the understanding of the genetic basis of heterosis in rice. Plenary
session speech, 4™ International Symposium on Hybrid Rice, May 14-17, 2002, Hanoi.

Zhang Q (2002) Progresses in genetic and molecular understanding of drought tolerance for the
improvement of irrigated rice under drought stressed conditions in central and southern China. Invited
speech, An International Workshop on Progress Toward Developing resilient Crops for Drought-Prone
Avreas, May 27-30, 2002, IRRI, Philippines.

Zhang Q (2002) A national initiative of China on rice functional genomics. Invited symposium speech,
International Rice Congress, September 16-19, 2002, Beijing.

Zhang Q (2002) Advances in understanding the genetic basis of heterosis in rice. Invited speech, 1%
International Symposium on Crop Genomics and Improvement, September 21-24, 2002, Wuhan.
Zhang Q (2002) Genomics-based genetic understanding and improvement of hybrid rice. Invited
speech, A Symposium on Plant Breeding Aspects of Genomics. Korean Society of Breeding, October
24-25, 2002, Suanbo, Korea.

Zhang Q (2003) Progresses on rice functional genomics in China. The First International Symposium
on Rice Functional Genomics. November 19-21, 2003, Shanghai.

Zhang Q (2004) An Overview of Rice Functional Genomics Research in China. Invited Plenary speech,
Crop Functional Genomics 2004. April 7-10, Jeju, Korea.

Yue B, Zhang ZL, Jin DM, Cui KH, Xue WY, Xiong L, Zhang Q (2004) Genetic and molecular
understanding of drought tolerance for the improvement of irrigated rice under drought stressed
conditions in central and southern China. Plenary talk, Resilient Crops for Water Limited Conditions.
May 23-28, 2004, Cueranavaca, Mexico.

Xu 'Y, Zhang Q (2004) The Rice Genome: Implications for breeding rice and other cereals. Invited
symposium speech, 4™ International Crop Science Congress. September 26-October 1, Brisbane,
Australia.

Zhang Q, Lian X, Zhou Z, Zhao Z, Xu C, Wang S, Zhang J, Yuan D, Li X (2004) Genomics
approaches to improving nitrogen use efficiency of rice. Plenary speech, 2™ International Symposium
on Rice Functional Genomics, November 15-17, 2004, Tucson, USA.

Zhang Q (2005) Why does China need GM crops? Invited keynote speech, A Workshop on Genetically
Modified Organisms in Crops: Present Status and Perspectives, January 25, 2005, Bologna, Italy.
Zhang Q (2005) In search of genetic and molecular basis of heterosis in rice. Invited speech, Heterosis
in Plants, 20" Colloquium, University Hohenheim, January 27, 2005, Stuttgart, Germany.

Zhang Q (2005) The Chinese program on rice functional genomics. Invited keynote speech, 2" UK
Small Grain Cereals Workshop, March 9-11, 2005, Aberdeen, UK.

Zhang Q (2005) Integration of germplasm, functional genomics and rice genetic improvement. Invited
speech, International Symposium on Genomics-Based Plant Germplasm Research, April 25-28, 2005,
Beijing, China.

Zhang Q (2005) Genomics approaches to improving nitrogen use efficiency in rice. The Annals of
Botany Lecture, 15" International Plant Nutrition Colloguium, September 14-19, 2005, Beijing,
China.

Zhang Q (2005) Genomics-based strategies for the development of “green super rice”. Invited plenary
speech, 5™ International Rice Genetics Symposium and 3™ International Symposium on Rice
Functional Genomics, November 19-23, 2005, Manila, Philippines.

Zhang Q (2006) Why heterosis is low in grain weight of cereals? Invited keynote speech, A
Symposium 'Heterosis in Plants', May 18-20, 2006, Max-Planck-Institute of Molecular Plant
Physiology in Potsdam/Golm, Germany.

Zhang Q (2006) Genomics-based strategies toward the development of “green super rice”. Invited
plenary speech, 11" International Congress of Plant Tissue Culture and Biotechnology, August 15-18,
2006, Beijing, China.

Zhang Q (2006) Progresses in research and development of transgenic crops in China. Invited speech,
The First International Forum on Agricultural GMOs. September 20-21, 2006, Beijing, China.

Zhang Q (2006) A rice mutant library developed using an enhancer trap construct and its utilization in
functional analysis of the rice genome. Invited speech, 4" International Rice Functional Genomics
Symposium. October 9-11, 2006, Montpellier, France

Zhang Q (2006) Genomics-based strategies toward the development of “green super rice”. Invited
plenary speech, 5th Plant Genomics European Meeting. October 11-14, 2006, Venice, Italy.

Zhang Q (2007) Progresses in rice functional genomic research in China. Invited speech, Gorden
Research Conference in Agricultural Sciences, March 11-16, Ventura, CA, USA.

Zhang, Q. 2007. Genomics-based strategies for the development of “green super rice”. Invited plenary
speech, Second International Conference of Plant Molecular Breeding, March 23-25, Sanya, China
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47.

48.

49,
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52.

53.

54,

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

Zhang Q (2007) A major QTL simultaneously controlling yield, plant height and heading date. Invited
plenary speech, 18th International Congress on Arabidopsis Research, June 21-24, Beijing, China.
Zhang Q (2007) Genetic basis of heterosis in crop plants. Invited plenary speech, 3rd International
Congress of Quantitative Genetics, August 20-24, Hangzhou, China.

Zhang Q (2008) Cloning and characterization of QTLs for yield traits in rice. Invited talk, Plant &
Animal Genome XVI, The International Conference on the Status of Plant & Animal Genome Research,
January 12-16, 2008, San Diego.

Zhang Q (2008) Functional Genomics and Green Super Rice. Invited plenary speech, Fifth
International Crop Science Congress, April 13-18, 2008, Jeju, Korea.

Zhang Q (2008) Genomic based strategies and practice toward the development of Green Super Rice.
Invited plenary talk, The 5th International Hybrid Rice Symposium, September 12-14, 2008,
Changsha.

Zhang Q (2008) Cloning and analysis of QTLs for yield traits in rice. Invited plenary talk, The 6th
International Symposium of Rice Functional Genomics, November 10-12, 2008, Jeju, Korea.

Zhang Q (2009) Genetic and molecular characterization of inter-subspecific hybrid sterility and wide
compatibility in rice. Invited talk, The International Conference on the Status of Plant & Animal Genome
Research, January 10-14, 2009, San Diego.

Zhang Q (2009) Strategies and practice toward the development of Green Super Rice. Invited opening
plenary talk, International Conference on Plant Vascular Biology and Agriculture, June 21-24, 2009,
Chongging.

Zhang Q (2009) Rice functional genomics research in China. Invited talk: ASPB (American Society of
Plant Biologists) 2009, ASPB-CSPP (Chinese Society of Plant Physiology) joint symposium, Hawaii.
Zhang Q (2009) Maintaining food production under environmental challenge: the biologists response.
Invited plenary talk, INTERDROUGHT-III, October 12-16, 2009, Shanghai.

Zhang Q (2009) Current status of transgenic rice in China. Invited symposium talk, 9 International
Congress Plant Molecular Biology, October 12-16, 2009, St Louis, USA.

Zhang Q (2009) Genetic and molecular basis of yield and heterosis: progresses from the analyses of an
elite hybrid. Invited plenary talk, 6 International Symposium on Rice Genetics/7™" International
Symposium on Rice Functional Genomics, November 16-18, 2009, Manila, Philippines.

Zhang Q (2010) Ultra-high density molecular markers for dissecting quantitative variations in a rice
RIL population. Invited talk, The International Conference on the Status of Plant & Animal Genome
Research, January 9-14, 2010 San Diego.

Zhang Q (2010) Green Super Rice: progress and perspectives. Invited Keynote presentation First

International Symposium on Molecular Strategies for Crop Improvement, May 29-30, 2010, Beijing.
Zhang Q (2010) Rice functional genomics: progress and implications for crop genetic improvement.
Invited plenary talk, 21 International Conference of Arabidopsis Research, June 6-10, Yokohama,
Japan.

Zhang Q (2010) Rice functional genomics: progress and implications for crop genetic improvement.
Invited plenary talk, 3 International Conference on Crop Molecular Breeding, September 6-8, 2010,
Beijing

Zhang Q (2010) Genomics, transgenics and rice genetic improvement. Invited main lecture, 14th
International Biotechnology Symposium and Exhibition, September 14-16, 2010, Rimini, Italy.

Zhang Q (2011) Rice functional genomics research: progress and implications for crop genetic
improvement. Opening Key Note Lecture, Status Seminar, March 15-17, 2011, Potsdam.

Zhang Q (2011) Using the rice hybrid Shanyou 63 as a model for systems biology studies. Invited
Plenary talk, 2nd International Conference on Plant Metabolism, June 30-July 1-3, 2011, Qingdao.
Zhang Q (2011) Genetic and molecular characterization of grain size. Plenary talk, 9™ International
Symposium on Rice Functional Genomics, November 7-9, 2011, Taipei.

Zhang Q (2012) Genetic and molecular understanding of sub-specific reproductive isolation between
indica and japonica rice. Invited plenary talk, Plant Reproduction for Food XXII International
Congress on Sexual Plant Reproduction, February13-17, Melbourne, Australia.

Zhang Q (2012) Genetic composition of yield heterosis in an elite rice hybrid. Invited talk, China-JIC
Symposium, April 26-27, Shanghai.

Zhang Q (2012) Plant breeding in coming years. Invited talk, Nature Conference Frontiers in plant
biology: From discovery to applications. October 3-5, 2012, Aula Ghent University, Ghent, Belgium
Zhang Q (2012) Understanding reproductive isolation based on the rice model. Invited talk,
Symposium of the Zurich-Basel Plant Science Center: Trends and advances in plant biology, October
19, 2012, Zurich, Switzerland.
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78.
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86.
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88.

89.

Zhang Q (2012) Genetic composition of yield heterosis in an elite rice hybrid. Invited talk (concurrent
session), 10th International Congress on Plant Molecular Biology, October 21-26, 2012, Jeju, Korea.
Zhang Q (2012) Rice2020. Invited plenary talk, 10th International Symposium on Rice Functional
Genomics. November 26-29, 2012, Chiangmai, Thailand.

Zhang Q (2012) A killer-protector system regulates hybrid sterility and segregation distortion in rice.
Invited talk (concurrent session), 10th International Symposium on Rice Functional Genomics.
November 26-29, 2012, Chiangmai, Thailand.

Zhang Q (2013) Rice genomics and biotechnology: feeding the billions. Plenary talk, Joint Conference
of HGM 2013 and 21st International Congress of Genetics. April 13-18, 2013, Singapore.

Zhang Q (2013) Rice genetic improvement in the post genomics era. Invited talk, Korean Breeding
Society Symposium: Strategies on Genomics-assisted breeding and Seed biotechnology. July 4-5,
2013, Cheongju City, Korea

Zhang Q (2013) Understanding reproductive isolation based on the rice model. Plenary talk, SCBA
14th International Conference, July 19-22, 2013, Xi’an.

Zhang Q (2013) Crop genomics and biotechnology: feeding the billions -- a rice case. Invited Opening
lecture, The 10th International Congress of Plant Pathology, August 25-30, 2013, Beijing.

Zhang Q (2013) Understanding reproductive isolation based on the rice model. Plenary talk, 11th
International Symposium on Rice Functional Genomics. November 20-23, 2013, New Delhi.

Zhang Q (2014) Demands for green technologies in future plant breeding. Invited speech, An
International Workshop on Global Status of Transgenic Crops Jointly organized by Chinese Academy
of Sciences and National Academy of Sciences of the United States of America, October 16-17, 2014,
Wuhan.

Zhang Q (2015) Green goals and green technologies for Green Super Rice. Invited talk, CROPS 2015
Conference, May 18-21, 2015, Huntsville, Alabama.

Zhang Q (2015) Green goals and green technologies for Green Super Rice. Invited talk, Khush
Symposium in Plant Genetics and Breeding, May 28, 2015, UC Davis.

Zhang Q (2015) Green Super Rice: on its way to reality. Plenary talk, 13th International Symposium
on Rice Functional Genomics. September 22-14, 2015, Wuhan.

Zhang Q (2015) Understanding reproductive isolation based on the rice model. Opening Plenary
Lecture, 11" International Congress of Plant Molecular Biology. October 25-30, 2015, Iguasu, Brazil.
Zhang Q (2016) Understanding genomic basis of heterosis based on an elite rice hybrid. Invited talk:
IPG Conference on Heterosis, May 25-27, 2016, University of Missouri, Columbia, USA.

Zhang Q (2106) Green goals and green technologies of crop breeding for resource saving and
environmental friendly agriculture. Invited VIP speech, The 2™ Forum on China-South Asia
Technology Transfer & Collaborative Innovation, June 12-14, 2016, Kunming

Zhang Q (2016) Understanding the genomic basis of heterosis using an elite rice hybrid. Invited
plenary talk, 7th International Crop Science Congress, August 15-19, 2016, Beijing.

Zhang Q (2016) Long non-coding RNAs and photoperiod sensitive male sterility in rice. Plenary talk,
14" International Symposium on Rice Functional Genomics, September 26-28, 2016, Montpellier,
France.

Zhang Q (2016) Genomic basis of heterosis in rice and the implications for crop genetic improvement.
Invited talk: Max-Planck Symposium on Complex Trait Genetics, October 6-7, 2017, Berlin,
Germany.

Zhang Q (2016) Regulation of photoperiod male sterility by long non-coding RNAs in rice. Invited
opening keynote talk: Agricultural Genomics 2016--from variation to improvement, Nature Genetics
Conference, November 6-8, 2016, Shanghai.

Zhang Q (2106) Green target and technologies in crop breeding. Invited keynote talk, International
Symposium on Modern Biotechnology and Crop Germplasm & National Crop Science Ph D Students'
Forum, November 12-13, 2016, Chongging.

Wang L, Zhang Q* (2017) Boosting Rice Yield by Fine-Tuning SPL Gene Expression. Trends Plant
Sci 22:643-646

Fan Y, Zhang Q* (2017) Genetic and molecular characterization of photoperiod and thermo-sensitive
male sterility in rice. Plant Repord doi: 10.1007/s00497-017-0310-5

Zhu Y, Yu Y, Cheng K, Ouyang Y, Wang J, Gong L, Zhang Q, Li X, Xiao J, Zhang Q* (2017)
Processes underlying a reproductive barrier in indica-japonica rice hybrids revealed by transcriptome
analysis. Plant Physiol 174:1683-1696

Li G, Li X, Wang Y, Mi J, Xing F, Zhang D, Dong Q, Li X, Xiao J, Zhang Q, Ouyang Y* (2017) Three
representative inter and intra-subspecific crosses reveal the genetic architecture of reproductive
isolation in rice. Plant J 92:349-362
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